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Pwrake

e Rake MAR—X (RubyhR®dMake)

o I H| 5 ERHERELZVLEE : Pwrake (FL4%)

— Parallel Workflow extension for Rake

e http://github.com/masal6/pwrake



http://github.com/masa16/pwrake

Rakefile DHI: V—Xa—KDEJLK

rule "*.o0" => "*,c" do |t]
sh "cc -o #{t.name} #{t.prerequisites[0]}"

end

file "prog" => ["foo.0","bar.c"] do |t]|
sh "cc -o prog #{t.prerequisites.join(' ')}"

end

task :default => "prog"

2011-06-20 GfarmtIJ—



Rake ) F| =

« BHLTD—UTJ0—%ERAEE
— Ruby® RIERDSL (Domain Specific Language)
- EHGEET 20BN EEIC

+ WEETLRME 5

— K FERIENIRID:

51T

— SSHIZ KB ELZET

— O—AYFAIZEDIKARIDERE

— Pwrake



R T—F0IE DB

* Montage
- B AVIDERZE. 1 DDERIZHES
— http://montage.ipac.caltech.edu/

2011-06-20 Gfarmt3I+—

81.5 gz §2.5 83 83.5 &4 84.5

11



- Montage Workflow

I . MEBERE

_ EAEL
BB
_RL&bE

s MBS EIZTOSS A
N TLVS

* 1image : 1 process

2011-06-20 _ [— .



Montage 7 —%2 70— Rakefile

require 'montage_tools'
require 'rake/clean’

task( :default => "mosaic.jpg" )

dir=Dir.glob(Dir.pwd+"/Montage_*/bin")
ENV['PATH'] = "#{dir.last}:"+ENV['PATH']

INPUT_DIR = ENV["INPUT_DIR"] | | "m101/rawdir"
REGION_HDR = "m101/template.hdr"

#1## Projection
SRC_FITS = FileList["#{INPUT_DIR}/* fits"]

P_IMGTBL =]
PRJ_FITS=[]
SRC_FITS.each do |src|
desc prj = src.sub( %r| A(.*?)([2/1+).fits |, 'p/¥2.p.fits')
file( prj => [src,REGION_HDR] ) do |t|
sh "mProjectPP #{src} #{prj} #{REGION_HDR}" do | *x| end
Montage.collect_imgtbl( t, P_IMGTBL)
end
PRI_FITS << prj
end

file( "pimages.tbl" => PRI_FITS ) do
Montage.put_imgtbl( P_IMGTBL, "p", "pimages.tbl" )
end

#HH dif & fit

file( "diffs.tbl" => "pimages.tbl" ) do
sh "mOverlaps pimages.tbl diffs.tbl"

end

file( "fitfits.tbl" => "diffs.tbl" ) do
DIFF_FITS=[]
FIT_TXT=[]
FIT_TBL=(]
diffs = Montage.read_overlap_tbl("diffs.tbl")
diffs.each do |c|
pl="p/"+c[2]

2011-06-20

p2 = "p/"+c[3]

DIFF_FITS << dif_fit = "d/"+c[4]

file( dif_fit => [c[2],c[3],REGION_HDR,"pimages.tbl"] ) do |t|
x1,x2,rh = t.prerequisites
sh "mDiff #{x1} #{x2} #{t.name} #{REGION_HDR}"
r = ‘'mFitplane #{t.name}'
puts "sh 'mFitplane #{t.name}' => #{r}"
FIT_TBL << [c[0..1],r]

end

end

task( :dif_fit_exec => DIFF_FITS ) do
Montage.write_fitfits_tbl(FIT_TBL, "fitfits.tbl")
end.invoke
end

##t# background-model

file( "corrections.tbl" => ["fitfits.tbl", "pimages.tbl"] ) do
sh "mBgModel pimages.tbl fitfits.tbl corrections.tbl"
end

##t# background correction
C_IMGTBL=[]

file( "cimages.tbl" => ["corrections.tbl","pimages.tbl"] ) do
pfiles = FileList["p/*.p.fits"]
cfiles = pfiles.map do |s|
src = s.sub(%r{p/(.*)¥.p¥.fits}, '¥1.p.fits')
desc dst = src.sub(%r{(.*)¥.p¥.fits}, 'c/¥1.c.fits')
file( dst => ["p/#{src}","corrections.tbl","pimages.tbl"] ) do |t|
sh "(cd p; mBackground -t
#{src} ../#{dst} ../pimages.tbl ../corrections.tbl)"
Montage.collect_imgtbl( t, C_IMGTBL)
end
dst
end

task( :cimages_tbl_exec => cfiles ) do
Montage.put_imgtbl( C_IMGTBL, "c", "cimages.tbl" )
end.invoke
end

Gfarmtz3IJ—

file( "mosaic.fits" => ["cimages.tbl", REGION_HDR] ) {|t|
sh "mAdd -p ¢ #{t.prerequisites.join(' ')} #{t.name}"
}

file( "mosaic.jpg" => "mosaic.fits" ) {| t|

sh "mJPEG -ct 0 -gray #{t.prerequisites[0]} -1.5s 60s gaussian -out

#{t.name}"

}

mkdir_p "p"
mkdir_p "d"

mkdir_p "c

CLEAN.include %w[ pdc ]

CLEAN.include %w[ mosaic.fits mosaic_area.fits mosaic.jpg ]
CLEAN.include %w][ fittxt.tbl fitfits.tbl ]

CLEAN.include %w[ rimages_all.tbl rimages.tbl ]
CLEAN.include %w[ pimages.tbl cimages.tbl simages.tbl ]
CLEAN.include %w[ diffs.tbl corrections.tbl ]

10047 CiCab
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GATK

*.dedup.realig fix.recal bai

GATK: UnifiedGenotyper for SNVs

all_snvs.raw.vcf

all_indels mask bed

all_snvs filtered. v
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